Complete mitochondrial genome of striped gourami, Trichogaster fasciata (Perciformes: Osphronemidae).
The complete mitochondrial genome of Trichogaster fasciata is determined in this study. It is 16,635 bp in size and consists of 2 rRNA genes, 13 protein-coding genes, 22 tRNA genes and 1 non-coding control region (D-loop). The overall base composition of the heavy strand of the T. fasciata mitochondrial genome is A: 29.18%, T: 30.22%, C: 25.14%, and G: 15.46%. A 78 bp AT tandem repeats was identified in the control region. This present study will be helpful to bring out the fact of genetic divergence among the genus Trichogaster.